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Dr. sc. agr. in plant molecular genetics and breeding, Plant Breeding Institute,
Christian-Albrechts University of Kiel, Germany.

Dissertation: “Novel Genetic Factors Affecting Bolting and Floral Transition
Control in Beta vulgaris” (Summa Cum Laude).

M.Sc. in Agronomy and plant breeding, Faculty of Agriculture, Assiut University,
Egypt.

B.Sc. in Agronomy and plant breeding (with honor degree), Faculty of
Agriculture, Assiut University, Egypt.

Professor at the Agronomy Dept., Assiut University, Egypt.
Assistant Professor at the Agronomy Dept., Assiut University, Egypt.
Associate Professor at the Agronomy Dept., Assiut University, Egypt.

Postdoctoral research associate and group leader at the Plant Breeding Institute,
CAU-Kiel, Germany.

Research assistant and Ph.D. student at the Plant Breeding Institute, CAU-Kiel,
Germany.

Professor assistant at the Agronomy Dept., Assiut University, Egypt.

Administrative career

2021-present  Vice-Dean for Graduate Studies & Research at Faculty of Sugar and Integrated
Industries Technology, Assiut University, Egypt.
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2019-2021 Vice-Dean for Education and Student Affairs at Faculty of Sugar and Integrated
Industries Technology, Assiut University, Egypt.

2017-2019 Head of Department of Science and Technology of Sugar Industry (Agriculture),
Faculty of Sugar and Integrated Industries Technology, Assiut University, Egypt.

Honors and Scientific Awards

2011 The Faculty prize for the best PhD thesis in the CAU-Kiel, Germany.

2011 Postdoctoral fellowship from the German Federal Ministry for Education and
Research (BMBF) at the Plant Breeding Institute, CAU-Kiel.

2006 Four years Ph.D. scholarship from the Ministry of Higher Education, Egypt.

Professional Activities and Affiliations

o Member of the German Plant Breeding Society (GPZ) since 2006.
e Honorary membership of the Arab Science and Technology Foundation (ASTF) since 20009.
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Professional Experiences and SkKills

1.

4.

Strong understanding of research technology tools for bioinformatics including;

i.  High-performance computing (HPC) and visualization including extensive experience
with UNIX/Linux based systems

ii. Familiarity with next generation sequencing data management and processing

iii. Sequence analysis and annotation including; similarity, homology, gene regulation and
structural analysis, phylogenetic analysis and protein functional analysis (Training on
“Advanced Protein Domain Analysis”, Lyon, France, May 18-20", 2008)

Deep understanding and solid experience in standard molecular biology technigues such as cloning,
vector construction, plant transformation, transgenic, mutant analysis and gene expression analysis

Extensive experience in plant molecular breeding and QTL analysis including development of
breeding materials, genetic analysis, genetic mapping using different molecular markers (AFLP,
SNP, CAPS, etc) using JoinMap and QTL mapping using PLAB QTL and QTL Cartographer

Strong understanding of statistical analysis and experimental design

5. Computer skills: International Computer Driving License (ICDL)
6. Languages: Arabic, English and German
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